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The SARS-Cov-2
COVIR-19-wirus-has a
combination of
multiple unique
structures that have
not been observed in
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refated coronaviruses,
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virus been identified in
animal hosts,
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First direct in vitro
manipulation of full-
length coronavirus
cDNA at Huazhong
University. Will
simplify the
construction of
mutant infectious
clones and help
accelerate progress in
coronavirus research
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NIH grant funded
EcoHealth Alliance and
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of function (GOF]
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